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ME1 (malic enzyme 1), also known as NADP-ME, MES or HUMNDME, is a Store at 4° C, **D0O NOT FREEZE**. Stable for one year from the date of
572 amino acid cytoplasmic protein that belongs to the malic enzyme family. shipment. Non-hazardous. No MSDS required.
Expressed ubiquitously with highest expression in liver and white adipose

tissue, ME1 functions as an NADP-dependent enzyme that catalyzes the | DATA |

conversion of S-malate and NADP to pyruvate, carbon dioxide and NADPH

(a reducing agent that participates in fatty acid biosynthesis). Through its abil- A B

ity to catalyze the reversible oxidative decarboxylation of malate, ME1 links 182K

the citric acid and glycolytic cycles. MET exists as a homotetramer that uses 90K-

divalent metal cations, such as magnesium or manganese, as cofactors. The -. ]MEW

expression of ME1 is regulated by both thyroid hormone levels and the amount 5K

of carbohydrates in the diet, indicating that ME1 may play an important role

as a housekeeping protein within the cell. a3K- \ :
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